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Prokaryotic Expression, Purification and Solubility of
Three Effectors from Wheat Stripe Rust Fungus

ZHAO Haibin' , WANG Yuanyuan® and TAO Hu'
(1. College of Chemistry &. Pharmacy,Northwest A&.F University, Yangling Shaanxi 712100, China;
2. College of Life Sciences, Northwest A&.F University, Yangling Shaanxi 712100, China )

Abstract Haustorium is the only specialized infection structure of wheat stripe rust fungus(Puccinia
strii formis {. sp. tritic). The fungus takes nutrients from the host by haustorium and delivers effec-
tors directly into host cells in order to establish an intimate feeding relationship during infection. In
this study, three effectors ( pst-1374 , pst-1178 and pst-8713 ) were cloned to pET-32a-PP- pst-1374 ,
pET-22b- pst-1178 /8713 vectors and transformed into E. coli BL21(DE3) cells. The positive recom-
binant clones were induced by IPTG and the expressed proteins were analyzed by SDS-PAGE. The re-
sults indicated the effectors pst-1178 and pst-1374 were expressed correctly and the molecular mass of
effectors estimated were in consent with the theoretical values. Meanwhile, preliminary studies sug-
gested the effector pst-1178 existed as polymer in solution. The target proteins were purified by Ni-
NTA,HPLC and ion-exchange column and the soluble protein were obtained.

Key words Stripe rust; Effector proteins; Expression; Purification
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