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Abstract: According to the published complete nucleotide sequence of PRRSV (Porcine reproductive
and respiratory syndrome virus) in GenBank,a pair of primers specific to the full-length of ORF3 gene
encoding the envelope glycoprotein GP3 were designed. The ORF3 gene fragment amplified by RT-
PCR was cloned into pGEM-T vector. The recombinant plasmid was sequenced and ORF3 gene was
compared with GenBank’s other PRRSV strains. Then the gene was cloned into vector pET-32a for
prokaryotic expression in E. coli. The result showed the ORF3 gene of Shaanxi strain is 765 bp in
full-length and encodes 254 amino acids. The sequence analysis indicated that the identity of nucleo-
tide sequence and amino acid sequence is high between strains isolated both in our country and others.
The Shaanxi strain has high homology with SY0608 in nucleotide level, whereas it has relatively low
homology with CH-1 and HB-2. After the correct identification by enzyme digestion, ORF3 gene was
cloned into efficient expression vector pET-32a, the correct clone was named pET-ORF3 by enzyme
digestion. The results established fundament to further expressing GP3 protein of PRRSV of efficient
expression vector in E. coli BL21 cells and studies of its immunological characteristics, the structure
and function.
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Fig. 1 PCR products of ORF3 gene of Shaanxi strain
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CGTCCTCTCCGACGATTCGCAAAAGTTCTCAGTGCCGCACGGCGATAG
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Fig. 3 The nucleotide sequence of ORF3 gene of Shaanxi strain
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Fig. 4 The amino acid sequence of GP3 protein of Shaanxi strain deduced from ORF3 gene
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Fig. 6 The phylogenetic tree of PRRSV ORF3 gene
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Fig.7 Hydrophilicity of PRRSV GP3 protein of Shaanxi strain
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Fig. 8 Antigenicity of PRRSV GP3 protein of Shaanxi strain
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of recombinant plasmid pET-ORF3
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